Application No. 09/913,419 



2 



Docket No.: 03991/000J678-USO 



AMENDMENTS TO THE CLAIMS 

The following listing of claims replaces all prior versions, and listings, of claims in this 
application. 

1 . (Currently Amended) An isolated A cytokine-binding domain of an isolated Domain 
4 of a B c chain (D4B C ) of a human cytokine receptor selected from the group consisting of GM-CSF 
receptor, IL-3 receptor, and IL-5 receptor , and consisting of a portion of amino acid residues 338- 
438 of D4fl c , the portion which binds to at least one cytokin e and is capable of binding to at least 
one cytokine and transducing a cytokine signal through a single cytokine receptor, said cytokine- 
binding domain comprising a portion of th e B'-C loop of D4B C comprising any on e of th e following 
residues Lys362, Met363, Arg364, Tyr365, Glu366, and His367, or a combination ther e of,-and - a 
groove defin e d by the B' C, tho - P '- GMoops a F'-G' loop comprising any one of the following 
residues Thr416, Arg418, and Tyr421, or a combination thereof, and and a groove located at an N- 
terminal section of D 4 B 6 , said B' C loop, F' G' loop, - groove, and N terminal section having the 
structur e a s shown in Figur e s 1A, B, C, and D end of the cytokine-binding domain where one wall 
of the groove is formed by the B'-C loop and the F'-G' loop and the other wall of the groove is 
formed by residues 338-342 of D4B. . 

2. (Currently Amended) The cytokine-binding domain according to claim 1 wherein 
the F'-G' loop comprises Arg418 and Tyr421 of D4B C and the N-terminal s e ction end of D4B C . 

3. (Canceled) 

4. (Previously Presented) The cytokine-binding domain according to claim 1 comprising 
Tyr421 of D4B C . 

5. (Previously Presented) The cytokine-binding domain according to claim 1 wherein 
the B'-C loop residues of D4B C form a type I B-turn. 

6. (Currently Amended) The cytokine-binding domain according to claim 1, wherein 
the cytokine-binding domain is defined by an area bordered by any one of the following residues 
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selected from the group consisting of Lys362, Met363, Arg364, Tyr365, GIu366, His367, Thr416, 
Arg418, and Tyr421 , or a combination thereof . 

7. (Canceled) 

8. (Currently Amended) The cytokine-binding domain according to claim 1 that binds 
to at least two cytokines selected from the group consisting of IL-3, IL-5, and GM-CSF , IL 4 and 

9-10. (Canceled) 

1 1 . (Previously Presented) The cytokine-binding domain according to claim 2 wherein 
the F'-G' loop adopts a type IV B-turn. 

12-31. (Canceled) 

32. (Currently Amended) The cytokine-binding domain according to claim 1 which 
comprises a hydrophobic patch, said patch comprising residues Ile338, Ala341, Met361, and 
Tyr365 of D4B C and which forms a lip at an end of a groove on the surface of the cytokine- binding 
domain. 

33. (Previously Presented) The cytokine-binding domain according to claim 32 further 
comprising Met340, Pro342, and Lys362 of D4B C . 

34. (Previously Presented) The cytokine-binding domain according to claim 32 further 
comprising Ile368 or Tyr421 of D4B C . 

35. (Canceled) 

36. (Currently Amended) The cytokine-binding domain according to claim 1 wherein 
the B'-C loop comprises residues 362 to 368 of D46 c . 

37. (Currently Amended) The cytokine ; binding domain according to claim 1 wherein 
the F'-G' loop comprises residues 416 to 422 of D4B C . 
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38. (Currently Amended) The cytokine-binding domain according to claim 1 wherein 
the B'-C loop comprises residues Tyr365, His367, Ile368 of D4B C which form a cytokine-binding 
triad that converges to form a pivot point. 

39. (Currently Amended) The cytokine-binding domain according to claim 1 wherein 
the a type 1 B-turn is formed from residues 365 to 368 of D4/i c . 

40. (Currently Amended) The cytokine-binding domain according to claim 1 1 wherein 
the type IV 13-turn comprises Arg418 and Tyr421 which Tyr421 projects away from the structure as 
shown in Figure 1A . 

41-43. (Canceled) 

44. (Currently Amended) The cytokine-binding domain according to claim 1 wherein 
the B'-C loop compris e s consists of residues Lys362, Met363, Arg364, Tyr365, Glu366, and 
His367. 

45. (Currently Amended) The cytokine-binding domain according to claim 1 wherein the F'- 
G' loop comprises consists of residues Thr416, Arg418, and Tyr421 . 



46. (Currently Amended) The cytokine-binding domain according to claim 1 which 
consists es s e ntially consisting of amino acid residues 338-421 of D4Ji c . 



